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INVESTIGATION

A Large-Scale Behavioral Screen to Identify
Neurons Controlling Motor Programs in the
Drosophila Brain
Thomas F. Flood,* Michael Gorczyca,* Benjamin H. White,† Kei Ito,‡ and Motojiro Yoshihara*,1

*Department of Neurobiology, University of Massachusetts Medical School, Worcester, Massachusetts. †Laboratory of
Molecular Biology, NIMH, Bethesda, Maryland. ‡Institute of Molecular and Cellular Biosciences, University of Tokyo,
Tokyo, Japan

ABSTRACT Drosophila is increasingly used for understanding the neural basis of behavior through genetically targeted manipulation of speciﬁc neurons. The primary approach in this regard has relied on the
suppression of neuronal activity. Here, we report the results of a novel approach to ﬁnd and characterize
neural circuits by expressing neuronal activators to stimulate subsets of neurons to induce behavior. Classical electrophysiological studies demonstrated that stimulation of command neurons could activate neural
circuits to trigger ﬁxed action patterns. Our method was designed to ﬁnd such command neurons for
diverse behaviors by screening ﬂies in which random subsets of brain cells were activated. We took advantage of the large collection of Gal4 lines from the NP project and crossed 835 Gal4 strains with relatively
limited Gal4 expression in the brain to ﬂies carrying a UAS transgene encoding TRPM8, a cold-sensitive ion
channel. Low temperatures opened the TRPM8 channel in Gal4-expressing cells, leading to their excitation,
and in many cases induced overt behavioral changes in adult ﬂies. Paralysis was reproducibly observed in
the progeny of crosses with 84 lines, whereas more speciﬁc behaviors were induced with 24 other lines.
Stimulation performed using the heat-activated channel, TrpA1, resulted in clearer and more robust behaviors, including ﬂight, feeding, and egg-laying. Through follow-up studies starting from this screen, we
expect to ﬁnd key components of the neural circuits underlying speciﬁc behaviors, thus providing a new
avenue for their functional analysis.

The pioneering ethological study by Tinbergen and Lorenz (Tinbergen
1951) of the Graylag goose’s stereotypic behavior (a goose rolls a displaced egg back into the original incubating position) established the
concept of a ﬁxed action pattern for innate behaviors. A sequence of
behaviors triggered by a certain sign stimulus, in this case an egg out
of the nest (Tinbergen 1951), suggested that, at the neural level, a signal from visual sensory neurons is processed by interneurons that
then trigger a stereotypic spatio-temporal pattern of motoneuron activity. A pivotal part of the neural circuits behind this process is the
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control switch that releases the pattern. The discovery of individual
neurons in the crayﬁsh central nervous system that could turn the
rhythmic pattern of swimmeret movements on or off led to the concept of the command neuron (Ikeda and Wiersma 1964; Wiersma and
Ikeda 1964), deﬁned as an interneuron whose natural activity triggers
a speciﬁc motor program.
Many such neurons have now been identiﬁed in diverse invertebrate animals, including mollusks, crustaceans, and insects, where
they are involved in instinctive behaviors such as escape responses
(Edwards et al. 1999; Frost and Katz 1996), feeding (Kupfermann and
Weiss 2001; Marder and Calabrese 1996), and courtship songs (Bentley
and Hoy 1974). Among the invertebrate systems for studying such
behaviors, Drosophila melanogaster has special advantages because of
the ease with which advanced genetic manipulation techniques can be
applied. The ability to remotely control neuronal activity optogenetically
by temporal regulation of ion channels by light (Lima and Miesenbock
2005) opened a new era in elucidating the function of brain circuits
in freely moving and behaving animals. Lima and Miesenbock (Lima
and Miesenbock 2005) activated neurons selectively in the giant ﬁber
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system, which is known to function in the Drosophila escape response (Allen et al. 2006), and induced escape behavior. However,
the light activation techniques have technical limitations, such as the
low penetration of light through the cuticle, which limit their effectiveness in certain situations. Recently, thermogenetic methods
(Hamada et al. 2008; Peabody et al. 2009) have been developed to
control neural activity with temperature-activatable ion channels,
creating an effective way to activate neurons in large numbers of ﬂies
for genetic screening.
We took advantage of the Gal4 expression driver lines generated
by the NP project (Yoshihara and Ito 2000) to screen for behaviors
elicited by random neuronal stimulation. In Drosophila, the Gal4/UAS
system (Brand and Perrimon 1993) allows one to drive transgenically
introduced genes selectively in the Gal4-expressing cells. In each NP
line, a Gal4 transgene has been inserted randomly into the ﬂy genome,
and Gal4 is reproducibly expressed in speciﬁc cells, depending on the
activity of enhancer elements adjacent to the locus of insertion
(O’Kane and Gehring 1987). Thus, by mating each Gal4 line to ﬂies
carrying a UAS transgene encoding a thermogenetic Trp channel, we
can express these channels in various neurons in the brain and analyze
the effects in freely behaving animals after channel activation by temperature shifts.
Two temperature-sensitive cation channels capable of activating
targeted neurons have been developed for Drosophila: a cold-activatable channel from rat sensory neurons (TRPM8) (McKemy et al.
2002) and a heat-activatable channel from Drosophila thermosensory
neurons (TrpA1) (Hamada et al. 2008). Activation of TRPM8 at reduced temperatures has been shown to generally stimulate ﬂy neurons
and has been shown to induce the behavioral program for wing expansion when selectively targeted to a single pair of neurons (Luan
et al. 2012). Similarly, UAS constructs of TrpA1 can be used as a tool
for thermogenetic activation of neurons for behavioral studies (Hamada
et al. 2008). Here, we report the procedures and results of our screening
of NP lines by observation of induced behaviors by neuronal activation
using TRPM8 and TrpA1 in freely moving ﬂies.

ature was regulated by a TS-4 SPD Controller (Physitemp) and monitored with an IT-23 probe connected to a microprobe thermometer
(BAT-10; Physitemp). Behavior was viewed and recorded using a dissection microscope (Stemi, 2000-c; Zeiss) with attached CCD camera.
During testing, approximately 10 ﬂies were introduced into a 15
chamber. Flies were observed for 1 min at 15, then the temperature
was lowered to 14 and the ﬂies were observed for an additional 1 min
while being recorded. For all ﬂies showing induced behavior, the
temperature was immediately increased to 25 after the 2 min at
low temperature, and behavior was observed for an additional
2 min. This functioned as one type of negative control, because the
TRPM8 channel has been shown to be inactive at 25 (Peabody et al.
2009).
TrpA1 screening procedure
UAS-TrpA1 virgin females were crossed with males of various NP
lines and reared at 21. During this screening, 3-day-old to 6-day-old
progeny were tested in the same chamber as that used for TRPM8
screening. During testing, approximately 10 ﬂies were introduced into
a 31 chamber and ﬂies were observed for 2 min while being recorded.
For all ﬂies showing an induced behavior, after the 2-min observation
was over, the temperature was immediately decreased to 21 and their
behavior was observed for an additional 2 min. This functioned as
a negative control, because the TrpA1 channel should be inactive at
21 (Hamada et al. 2008; Pulver et al. 2009).
Video imaging
Videos were recorded from a CCD color camera (DFK31AF03; 1024 ·
768 pixels; 1/3-in Sony CCD, ImagingSource). Videos were acquired
at 15 or 30 frames per second.
Statistics
Statistical analyses were performed according to established methods
(Zar 1999).
RESULTS

MATERIALS AND METHODS
Fly strains
Drosophila crosses were performed at 21 or 25 according to standard protocols. Canton-S was used as the wild-type control. The NP
(Nippon) Gal4 enhancer trap lines derive from insertion of Gal4 from
the vector, pGawB (Brand and Perrimon 1993), into isogenized X,
second and third chromosomes by the NP consortium (Yoshihara and
Ito 2000). Chromosomes with a Gal4 insertion were balanced with
FM7c, CyO, TM3, or TM6 chromosomes in a background containing
the isogenized chromosomes. UAS-TRPM8 has been previously described (Peabody et al. 2009). UAS-TrpA1 (Hamada et al. 2008) was
a gift from P. Garrity. UAS-GFP S65T (T2 strain) was a gift from B.
Dickson.
TRPM8 screening procedure
Female transformants of UAS-TRPM8 (Peabody et al. 2009) were
crossed to males of Gal4 lines established by the NP consortium
(Yoshihara and Ito 2000) and reared at 25. Three-day-old to 14day-old progeny were tested in a custom-built plastic chamber with
a double-layered ceiling, which enabled the temperature gradient to be
maintained within 61 from the ﬂoor to the ceiling (height, 4 mm) at
experimental temperatures. For video recording, the arena was restricted to 19 mm · 15 mm to limit wandering. The chamber was
designed to ﬁt snuggly into a Nunc 35-mm plastic dish, and temper-
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Genetic screen with TRPM8
We ﬁrst examined gross expression patterns in the brain of
approximately 2000 of the 3939 NP Gal4 enhancer trap lines
(Yoshihara and Ito 2000) and chose 835 lines that had relatively
limited Gal4 expression (i.e., approximately 1000 cells or less), as
revealed by anti-GFP staining of progeny from a cross to ﬂies bearing
a UAS-GFP transgene. The actual numbers of neurons with Gal4
expression were not quantiﬁed because this preselection screen was
conducted primarily to exclude lines with broad expression patterns
and thus to facilitate the later identiﬁcation of neurons whose activation correlated with induced behaviors. For examples of lines selected
for further behavioral screening together with examples of excluded
lines, see Supporting Information, Figure S1. The 835 Gal4 lines selected for screening were crossed with ﬂies carrying the UAS-TRPM8
transgene, and the progeny of crosses to 108 lines exhibited induced
behaviors when tested at 15, a temperature known to activate the
TRPM8 (Mckemy et al. 2002; Peabody et al. 2009). After testing at
15, the same ﬂies were immediately retested at 25, a temperature at
which the TRPM8 channel is inactive (Peabody et al. 2009). No ﬂies
displayed the cold-induced (i.e., 15) behavior when retested at 25.
Further, the induced behavior at 15 appeared quickly, and increasing
the temperature to 25 made the induced behavior disappear within
approximately 30 sec, although most behaviors turned off with less
delay. Additionally, wild-type ﬂies did not show an induced behavior

when tested at 15 (File S1). Together, these results strongly suggest
that the behavioral induction is dependent on activation of the temperature-dependent TRPM8 channel.
The TRPM8-induced behavioral changes were characterized and
placed into several groups. These included paralysis, altered locomotion, wing movements, and various other patterns as described (Figure
1B). In all cases, the TRPM8-induced motor patterns were penetrant
and repeatable. Some resembled natural behavioral sequences, whereas
others appeared to be only fragments of such sequences.
Paralysis
TRPM8-induced paralysis was evident in three main forms, labeled in
Table 1, as full paralysis (observed in 20 Gal4 lines), wing-beat paralysis (27 lines), and upright paralysis (37 lines). Full paralysis was
characterized by extreme postural instability and complete immobilization (File S2; Figure 2A). Wing-beat paralysis was characterized by
continual wing-beating with simultaneous postural instability and/or
immobilization (File S3). Upright paralysis consisted of an upright
immobilized ﬂy without postural instability (File S4).
Altered locomotion
Locomotor effects induced by TRPM8 activation consisted of two
groups labeled “klutzy climbers” (two lines) and “tipsy” (four lines)
(Table 2). Klutzy climbers were characterized by short intermittent
seizures, which resulted in tumbling of the ﬂy (File S5). Tipsy ﬂies
were characterized by slow, uncoordinated locomotion (File S6).
Wing movements
TRPM8-induced wing movements were categorized into three groups,
wing-raise (two lines), wing-scissoring (two lines), and wing-beat
(four lines) (Table 3). The wing-raise phenotype was characterized by
bilateral wing elevation to approximately 45 to the horizontal axis of
the body (File S7; Figure 2B). This behavior closely resembled wingraising that occurs during initiation of voluntary ﬂight (Card and
Dickinson 2008) and also during aggressive displays (Kravitz and
Huber 2003). Both sexes show the wing-raise behavior, although it
was more obvious in males than in females. Wing-scissoring consisted
of a quick scissoring of the wings, the planes of which remained
parallel to the horizontal axis of the body (File S8). Wing-beat referred
to continual beating of the wings without prominent postural instability, as seen in wing-beat paralysis (File S9).
Complex behavioral programs resembling
natural behavior
Finally, some TRPM8-induced motor patterns resembled wild-type
behavioral acts such as aggression (one line), grooming (two lines),
exploration (two lines), and jumping (ﬁve lines) (Table 4). Drosophila
aggression includes violent and intimidating acts against conspeciﬁcs
such as wing threats, fencing, boxing, and chasing. Further, wing
threats can be combined with a forward thrust to chase a rival away
(Kravitz and Huber 2003). A pattern resembling this latter act was
identiﬁed in the screen (File S10). It is important to note that although
chasing is a sex-speciﬁc act occurring only in wild-type males, the video
demonstrates induction of the behavior in both sexes.
Grooming consists of cleaning components of the head, thorax,
and abdominal segments with coordinated movements of the legs
(Phillis et al. 1993). We identiﬁed TRPM8-induced repetitive grooming only by forelegs (File S11).
Wild-type fruit ﬂies are known to explore their environment to
locate valuable resources such as food, mates, and egg-laying sites

Figure 1 Protocol for TRPM8 screening and TRPM8-induced behaviors. (A) Protocol for behavioral screening using TRPM8. (B) Behaviors
consisted of paralysis, changes in locomotion, wing movements, and
various other actions. Pie chart summarizes categories of TRPM8induced behaviors observed in screen. Number of NP lines identiﬁed
for each category is indicated.

(Tinette et al. 2007; Yang et al. 2008). We identiﬁed a behavior resembling ﬂy exploration (File S12) in which TRPM8-induced ﬂies
continuously wandered without resting for the duration of the assay,
which was atypical compared to a wild-type control (File S1) or other
screened Gal4 strains.
Jumping occurs at initiation of voluntary ﬂight and the execution
of the escape response (Card and Dickinson 2008). We identiﬁed
TRPM8-induced jumping (File S13). Wing elevation did not precede
jumping, which would occur in initiation of ﬂight, but rather the
wings remained nestled against the ﬂy’s body, reminiscent of the
escape response (Card and Dickinson 2008).
Genetic screen with TrpA1
Based on the screening results using TRPM8, we discarded the lines
that showed relatively simple behavior (e.g., paralysis) and retested the
remaining lines using a similar protocol with the heat-sensitive cation
channel TrpA1. TrpA1 has been reported to strongly induce action
potentials (Hamada et al. 2008), and we reasoned that this channel
might induce more robust responses than TRPM8 and ones that more
clearly resembled innate behaviors. Thirty-two strains were tested, including several lines that had showed induced behavior on ﬁrst screening
but turned out to be false-positives in a reconﬁrmation test using TRPM8.
The phenotypes observed in the tests with UAS-TrpA1 are detailed.
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n Table 1 TRPM8-induced paralysis in three dominant forms
Full Paralysis

Wing-Beat and Paralysis

Upright Paralysis

NP430
NP514
NP527
NP625
NP638
NP644
NP648
NP688
NP706
NP708
NP745
NP777
NP795
NP808
NP822
NP830
NP857
NP887
NP891
NP894
NP902
NP974
NP1137
NP1164
NP1198
NP1201
NP2064

NP242
NP280
NP281
NP294
NP323
NP393
NP431
NP432
NP507
NP513
NP615
NP681
NP685
NP696
NP704
NP740
NP753
NP812
NP813
NP829
NP855
NP864
NP903
NP912
NP933
NP1090
NP1106
NP1221
NP1284
NP2045
NP2147
NP2311
NP2358
NP2360
NP2366
NP2376
NP2411

NP18
NP101
NP120
NP187
NP282
NP347
NP368
NP523
NP552
NP712
NP906
NP1128
NP1168
NP1183
NP1297
NP1542
NP1557
NP2106
NP2213
NP2355

From left to right, full paralysis (n = 20), wing-beat paralysis (n = 27), and upright
paralysis (n = 37). See text for description of each. NP lines identiﬁed displaying
each form of paralysis are listed in columns.

Paralysis
Nine lines showed paralysis (Table 5), although they did not show
such a phenotype with TRPM8, probably because the degree of neuronal activation was different between TRPM8 and TrpA1.
Simple pattern of changes in locomotion or
wing movements
As in the case of TRPM8, there were lines showing simple patterns
such as wing raise (NP114, NP377, and NP502, which showed
TRPM8-induced wing scissoring; File S14), airplane-like wing extension (NP22, which showed TRPM8-induced aggression; File S15),
backstroke (NP1118; File S16), and crazy leg paralysis (NP523; File
S17 and Table 6). Additional information about each behavior can be
found in each Movie legend. Surprisingly, only one strain, NP377,
displayed the same phenotype (wing raise) with TrpA1 as when tested
with TRPM8 (Figure 2B and Figure 3, A and B; File S14). As discussed
in greater detail in the Discussion, two things may explain the behavioral differences observed with the two channels. First, the expression
levels and degrees of neuronal activation may differ between TRPM8
and TrpA1, potentially resulting in differential activation of neuronal
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Figure 2 Representative TRPM8-induced behaviors. (A) Full paralysis
is characterized by extreme postural instability and complete immobilization. Arrows mark immobile toppled ﬂies, which are progeny of
NP2106 · UAS-TRPM8 cross at 15 (see also File S2). (B) The raisedwing phenotype is characterized by bilateral wing elevation and splaying. Flies are progeny of a NP377 · UAS-TRPM8 cross at 15 (File S7).

networks. Second, the two temperatures used in the activation experiments (i.e., 15 and 31) may themselves differentially affect global
neural excitability such that induction of activity in speciﬁc neurons
results in different behavioral patterns (see Discussion).
Complex behavioral programs resembling
natural behavior
Three categories of induced behaviors resembling components of
wild-type instinctive behavior were identiﬁed using these lines,
including egg laying, initiation of ﬂight, and feeding as detailed (Table
7).
Egg-laying
Egg-laying behavior in Drosophila consists of a ﬁxed sequence of
relatively stereotyped motor patterns (Yang et al. 2008). A female fruit
ﬂy will search the environment and assess its quality by probing the
surface with her proboscis, ovipositor, and legs. Once a suitable site is
determined, the ovipositor motor program will commence. The ovipositor motor program consists of series of stereotyped motor patterns, such as bending of the abdomen, ovipositor substrate insertion,
and egg ejection. After egg deposition, the ﬂy will invariably groom its
ovipositor. This ﬁnal cleansing act completes the full sequence of egglaying behavior. TrpA1-induced egg-laying was identiﬁed in the
NP406 line (File S18 and File S19). The TrpA1-induced behavior
consisted of abdominal bending and egg expulsion and resembled
the wild-type behavior (Figure 4A). The induced egg-laying behavior
occurred in the NP406-Gal4;UAS-TrpA1 ﬂies at 31, but not at 21,
nor in control animals (Figure 4B). From these results, we conclude
that TrpA1 activity induces abdominal bending and egg expulsion in
females. Additional components of egg-laying behavior, such as the
search and groom sequence described, were not obvious at 32, at
which temperature egg-laying was facilitated compared with 31. Notably, the abdominal bending component of this behavior also was
observed in males. We identiﬁed another line, NP120, which showed
robust TrpA1-induced abdominal bending (File S20). In NP120, abdominal bending occurred only in female ﬂies, as opposed to NP406.
This apparent sexual dimorphism likely has a trivial explanation in
that the Gal4 insertion site of NP120 is on the X chromosome and
NP120 males were used for all crosses. In females, which exhibited the
behavior, egg expulsion was not seen at 31.
Feeding
An animal’s feeding behavior consists of a collection of diverse behaviors such as foraging, recognition of food, and food ingestion. In response to an appropriate signal at the tarsal gustatory receptors on the

n Table 2 Locomotor effects induced by TRPM8 activation
consisted of two groups
Klutzy Climbers

Tipsy

NP35
NP2309

NP115
NP206
NP212
NP1208

From left to right, klutzy climbers (n = 2) and tipsy (n = 4). See text for description
of each. NP lines identiﬁed displaying each form of locomotor effect are listed in
columns.

legs, a starved wild-type ﬂy will arrest locomotion, extend its proboscis, contact and taste a potential source of nourishment, and then
retract the proboscis (Dethier 1976). The ﬂy will reiterate this process
until sated. Interestingly, NP883-Gal4/UAS-TrpA1 ﬂies displayed an
induced behavior that represents the entire wild-type feeding sequence
(File S21 and File S22). The origin of this phenotype is described
elsewhere (Flood et al. 2013).
Initiation of ﬂight
During initiation of voluntary ﬂight, a ﬂy ﬁrst raises its wings and then
contracts its middle leg muscles, which propels the ﬂy into the air
while simultaneously performing a down stroke (Card and Dickinson
2008). Once airborne, continuous wing-beating commences. This coordinated and relatively stereotyped sequence ensures a smooth and
stable takeoff. We identiﬁed strain NP761, which demonstrated
a TrpA1-induced behavior resembling initiation of voluntary ﬂight
(File S23). Interestingly, all components of the wild-type behavioral
sequence appeared to be present in progeny of NP761-Gal4 · UASTrpA1 ﬂies at 31. This included wing elevation, jumping, and continuous wing-beating. Impressively, even actual ﬂight was induced
(File S24; Figure 5, A and B). No ﬂight induction was observed when
ﬂies were tested at 21 (data not shown), nor was it observed in
control animals (Figure 5C). Thus, we conclude that TrpA1 activity
induced the expression of the motor patterns associated with initiation
of ﬂight.
With TRPM8, the lines mentioned in this section, except for
NP883, showed only subtle behavioral alterations, reﬂecting a stronger
effect of TrpA1. NP883 showed foreleg tapping with TRPM8, which
also was observed in NP883 . TrpA1 ﬂies along with feeding behavior (see Discussion).
DISCUSSION
Behavioral screening by ectopic activation of
genetically engineered channels
Our genetically targeted neuronal screen identiﬁed numerous artiﬁcially induced behaviors that closely resembled full or partial
components of wild-type behavioral acts such as feeding, ﬂight,
n Table 3 TRPM8-induced wing movements were categorized
into three groups
Wing-Raise
NP210
NP377

Wing-Scissoring

Wing-Beat

NP502
NP635

NP271
NP437
NP1241
NP1609

From left to right, wing raise (n = 2), wing scissoring (n = 2), and wing beat (n =
4). See text for description of each. NP lines identiﬁed displaying each form of
wing movement are listed in columns.

n Table 4 TRPM8-induced
behavior
Aggression-like
NP22

behaviors

resembling

wild-type

Grooming

Restless

Jumping

NP895
NP1245

NP939
NP1144

NP510
NP957
NP1603
NP1629
NP248

From left to right, aggression-like (n = 1), grooming (n = 2), exploration (n = 2),
and jumping (n = 5). See text for description of each. NP lines identiﬁed
displaying each form of induced behavior are listed in columns.

courtship, and egg-laying. Importantly, the induced behaviors
observed in 24 of the lines screened were quickly triggered and
coordinated, suggesting that at least some were under command
neuron control. These results suggest that the behavioral screening
method we present here, which permitted the observation of freely
moving ﬂies, can sample a wide range of behaviors. This screen can
then be used as a starting point to identify key neurons involved in
speciﬁc behaviors by activating thermogenetic channels only in
small subsets of neurons. We already have succeeded in identifying
a putative command neuron for feeding behavior from the NP883
line (File S21 and File S22) using the ﬂip-out Gal80 technique to
create mosaic ﬂies with signiﬁcantly restricted numbers of expressing cells (Flood et al. 2013). The Fdg (feeding) neuron can induce
the entire sequence of complex feeding behavior, and it was activated
only when the ﬂy was starved, indicating that it was involved in
making the feeding decision depending on the ﬂy’s state of satiety.
In addition, some of our results indicate that screens, such as the one
presented here, will be valuable in addressing a broader range of
issues related to the organization of behavioral circuits.
Comparison between TRPM8 and TrpA1
One of the most interesting observations made in our screen relates to
the differing effects of activation by TRPM8 and TrpA1. As described
in the Results, our initial screen using the cold-activated TRPM8
channel yielded 45 lines, 24 of which induced relatively speciﬁc
behaviors. When UAS-TrpA1 ﬂies became available, we rescreened
these behavior-positive lines using this heat-activated channel.
Somewhat surprisingly, we found that with one exception, NP377,
the two channels induced different behaviors. This difference in behavioral output indicates that the two channels almost certainly produce different patterns of activity in the set of targeted neurons within
each line’s expression pattern. This may be attributable, in part, to
the efﬁcacy in altering excitability of the two channels, which differ
in numerous properties, including conductance, Ca2+ permeability,

n Table 5 TrpA1-induced paralysis
Full Paralysis
NP210
NP271
NP514
NP635
NP785
NP923
NP939
NP1241

Wing-Beat and Paralysis
NP658

From left to right, full paralysis (n = 8) and wing-beat paralysis (n = 1). NP lines
identiﬁed displaying each form of paralysis are listed in columns.
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n Table
behavior

7 TrpA1-induced

Egg-Laying
NP120
NP406

behaviors

resembling

wild-type

Feeding

Initiation of Flight

NP883

NP761

From left to right, egg-laying (n = 2), feeding (n = 1), and initiation of ﬂight (n =
1). See text for description of each. NP lines identiﬁed displaying each form of
induced behavior are listed in columns.

Figure 3 TrpA1-induced wing-raise. Wing-raise is characterized by
bilateral wing elevation with medial rotation and may comprise part of
the motor program for an aggressive display and/or initiation of ﬂight.
(A) Flies from the strain shown (i.e., NP377) displayed the same TrpA1induced wing phenotype as when tested with TRPM8 (see Figure 2B).
Progeny were from a NP377 · UAS-TrpA1 cross, shown at 31 (File
S14). (B) Quantiﬁcation of wing elevation at 31. Contingency was
tested by chi-square test and the signiﬁcant difference between
groups was found to be P , 0.0001. Because there was no signiﬁcant
difference between the three control groups, they were grouped as
one and compared with NP377 · UAS-TrpA1 females by Fisher exact
test, resulting in a signiﬁcant difference of P , 0.0001 (; n = 20 for
each genotype). To be scored as a positive wing-raise, a ﬂy’s wings
had to remain continuously elevated, as seen in (A), for more than 5
sec during a 5-min observation. Multiple ﬂies were tested together
(File S14).

and desensitization, as well as temperature sensitivity. Compared
with the relatively mild generation of action potentials by TRPM8
(Peabody et al. 2009), TrpA1 activation is reported to generate action potentials at more than 50 Hz at 29 (Hamada et al. 2008). The
robust activation by TrpA1 has been successfully used for triggering
behaviors mimicking natural courtship (Kohatsu et al. 2011; von
Philipsborn et al. 2011). The difference in action potential frequency
may be one major reason why we observed different behavioral
patterns when using TRPM8 or TrpA1.
It is also worth noting, however, that the different temperature
sensitivities of TRPM8 and TrpA1 mean that experiments using the
two channels are conducted in entirely different temperature regimes.
Although the Drosophila nervous system is designed for robust operation over a range of temperatures, the temperatures used to activate
TRPM8 and TrpA1 (i.e., 15 and 31, respectively) are at opposite
extremes of the regime in which Drosophila are viable and fertile.
Because nervous system activity will generally be decreased at the
former temperature and increased at the latter, transitions to each
of these temperatures is expected to differentially affect the electrical
properties not only of the targeted neurons but also of downstream
neural components involved in the production of the behaviors observed. This fact also may contribute to the differences in the character

n Table 6 TrpA1-induced simple patterns of locomotion or wing
movements
Wing-Raise
NP114
NP377
NP502

Airplane
NP22

Backstroke
NP1118

Crazy Leg Paralysis
NP523

From left to right, wing-raise (n = 3), airplane (n = 1), backstroke (n = 1), and crazy
leg paralysis (n = 1). See text for description of each. NP lines identiﬁed
displaying each form of induced behavior are listed in columns.
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and robustness of the observed motor output when the two channels
were used. Finally, we cannot exclude the possibility that differences in
genetic background led to differences in behavior pattern because the
TRPM8 and TrpA1 lines were established in different laboratories and
do not have the same isogenized background as the NP Gal4 lines (see
Materials and Methods).
The other conclusion that can be drawn from the divergent effects
of TRPM8 and TrpA1 activation is that the expression patterns of
many Gal4 lines include components of multiple behavioral circuits.
This is true even when the lines have been preselected, as was
performed here, to reduce the number of affected cells, and may
explain, in part, the large number of lines that produced paralytic
phenotypes in our initial screen with TRPM8, presumably because of
the activation of conﬂicting behavioral programs. Interestingly, we did
not observe such behavioral conﬂicts in most of the 32 nonparalytic
lines tested with TrpA1, and activation tended to induce a behavioral
program that was different from that observed with TRPM8. This
observation implies that these programs were produced by a single
multifunctional circuit whose output was differentially biased by
activating different neurons within that circuit, or that inhibitory
interactions between the circuits (or elsewhere in the nervous system)
suppressed one behavioral circuit in preference over the other. The
last explanation is consistent with the well-established phenomenon of
behavioral hierarchies (Davis 1979) in which dominant behaviors prevent the execution of hierarchically lower behaviors to avoid conﬂicts
in motor output. The ﬁrst explanation, however, is consistent with
a growing body of studies that indicate that behavioral networks are
often multifunctional. It is interesting to note in this regard that even
command neurons, capable of releasing one behavior when stimulated, also have been found to be active within circuits that produce
other behaviors (Kristan 2008). Given this, the combined use of
TRPM8 and TrpA1 may provide a means not only of identifying
command neurons but also of dissecting the functional roles of individual neurons in multiple or multifunctional circuits. In addition, it
may help determine the types of network interactions that prevent
behavioral conﬂicts.
Use of Gal4 expression driver lines for analyzing
behavioral circuits
Our behavioral screening of the NP lines (Yoshihara and Ito 2000)
illustrates a general and efﬁcient methodology for identifying Gal4
lines that contain within their expression patterns circuit elements
capable of inducing robust behaviors when activated. The expression
patterns then can be analyzed to identify the circuit elements involved
in producing those patterns of behavior, including putative command
neurons. This methodology will beneﬁt from the increasing numbers
of expression driver strains that are being generated (Jenett et al.
2012), which will increase the collection of testable neurons. Because
each strain tends to label a heterogeneous population of neurons,
among which only a few are expected to be responsible for the induced behavior, a comparison between the observed behavioral

Figure 4 A TrpA1-induced behavior consisting of abdominal bending
and egg expulsion, which resembles normal egg-laying behavior. (A)
NP406 · UAS-TrpA1 female ﬂy displaying artiﬁcially induced abdominal bending (arrow) and egg expulsion (arrowhead) at 32. (B) Quantiﬁcation of egg-laying by female ﬂies at 32. Contingency was tested
by chi-square test and the signiﬁcant difference between groups was
found to be P , 0.0001. Because there was no signiﬁcant difference
between the three control groups, they were grouped as one and
compared with NP0406 · UAS-TrpA1 females by Fisher exact test,
resulting in a signiﬁcant difference of P , 0.0001 (; n = 20 for each
genotype). To be scored positive, the egg must have protruded halfway or more out of the ovipositor during the 2-min observation period.
Solitary ﬂies were tested (File S18 and File S19).

phenotypes and the gross expression patterns of these lines may be
difﬁcult. However, as we have shown elsewhere (Flood et al. 2013), the
responsible neurons can be isolated further by applying methods for
restricted targeting and combining them with appropriate techniques
for monitoring and manipulating neuronal functions.
Wing-raise behavior
The wing-raise behavior that we observed closely resembled wingraise that occurs during initiation of voluntary ﬂight and also during
aggressive displays (Card and Dickinson 2008; Kravitz and Huber
2003). NP377 showed wing-raise by TRPM8 (File S7) and by TrpA1
(File S14), although it was not associated with social interactions.
Another example of wing-raising by TRPM8 (NP22; File S10) was
accompanied with weak social interaction that somewhat resembles
natural aggression behavior (Kravitz and Huber 2003). It is important
to note that although chasing is a sex-speciﬁc act occurring only in
wild-type males, the video demonstrates induction of the behavior in
both sexes. The appropriate neural circuitry for aggressive behavior
may be present in both genders (Nilsen et al. 2004), with circuit
function regulated in a sex-speciﬁc way as previously postulated for
male-speciﬁc courtship song (Clyne and Miesenbock 2008).
An alternative possibility is that our screening may not have
activated neural circuits related speciﬁcally to aggression. The neural
circuit underlying the TRPM8-induced wing-raise phenotype could be
common to both wild-type behavioral acts and may represent the
coopting of a previously evolved behavior, such as a component of
ﬂight initiation, to serve as an aggressive display, analogous to how
some molecules serve divergent cellular roles (Shen and Cowan, 2010).
Egg-laying
NP406 showed abdominal bending and egg-laying in females and
abdominal bending in males (File S18 and File S19), whereas NP120
showed only the abdominal bending observed in natural egg-laying
behavior and not egg deposition (Yang et al. 2008). Understanding the
nature of this difference between the two strains may prove useful in

Figure 5 TrpA1-induced behavior resembling initiation of voluntary
ﬂight. During initiation of voluntary ﬂight, a ﬂy ﬁrst raises its wings and
then contracts its middle leg muscles, which propels the ﬂy into the air,
while simultaneously performing a down stroke. Once airborne,
continuous wing-beating commences. We identiﬁed strain NP761,
which demonstrated TrpA1-induced wing-raising, jumping, and wingbeating that together resemble initiation of voluntary ﬂight. (A) Wingspreading and elevation preceding jump. (B) A ﬂy in actual ﬂight within
the 4-mm-high observation chamber. Progeny were of NP761 · UASTrpA1 at 31. (C) Progeny of NP761 · UAS-TrpA1 displayed a signiﬁcant increase in jumping relative to control animals (P , 0.001 by
Turkey multiple comparison test after a one-way ANOVA with P ,
0.0001 signiﬁcance). To be scored a positive jump, a ﬂy must make
a sudden horizontal translocation of .5 mm (approximate), excluding
walking. Jumps were scored for a 1-min observation at 31. Single ﬂies
were tested (n= 40 animals) (File S23 and File S24).

dissecting the precise neural circuitry regulating the complex and sexspeciﬁc behavior of egg-laying.
Initiation of ﬂight
TRPM8-induced jumping in NP957 (File S13) may result from activation of the cellular network directing the expression of the escape
response. The coordinated ﬂight behavior in NP761 (Figure 5; File S23
and File S24) suggests the possible activation of command neurons for
voluntary ﬂight initiation, although it is also possible that ﬂight results
from sensory activation because this NP line has expression in mechanosensory neurons (Kamikouchi et al. 2006).
The next step: searching for command neurons
The identiﬁcation of the Gal4 lines in this study prompted us to
undertake further investigations to try to determine the neurons
responsible for the observed behaviors. In most cases, the number of
Gal4-positive neurons in the expression patterns of lines that
produced a given behavior did not allow us to identify individual
neurons that might participate in generating the behavior. To identify
neurons responsible for each behavior, we found it necessary to
conduct mosaic analyses to correlate expression in identiﬁed neurons
with induced behavior. Using the ﬂip-out Gal80 technique (Struhl and
Basler 1993) to create mosaic ﬂies with substantially restricted numbers of TrpA1-expressing cells (Flood et al. 2013), we recently succeeded in identifying a single pair of command neurons for feeding
behavior in the expression pattern of the NP883 line (File S21 and File
S22). The identiﬁed Fdg neuron can induce the entire sequence of
complex feeding behavior, and it responded to a sucrose stimulus only
when the ﬂy was starved, indicating that it was involved in making the
feeding decision depending on the ﬂy’s state of satiety. NP883 was
initially isolated by the observation of foreleg tapping using TRPM8
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activation, and the same tapping behavior also was observed with
TrpA1 in addition to the feeding activity, a behavior not observed
by TRPM8. The tapping behavior was segregated out from feeding
behavior by the ﬂip-out Gal80 technique, suggesting that the former is
induced by the activation of other cell(s) expressed in the same line.
The fact that we were ultimately able to isolate a single command
neuron for feeding behavior validates the utility of the screening paradigm presented here for addressing a broad range of issues related to
the functional organization of behavioral circuits.
Strong potential of this method
Finally, it is worth noting that because the method presented here
relies on the Gal4/UAS system, neurons identiﬁed to function in
a behavioral circuit can be further characterized using available UAS
transgenes in conjunction with the Gal4 driver used to target the
neurons. The role of molecules in an observed behavior easily can be
tested by expressing UAS rescue constructs in a mutant genetic
background and/or by speciﬁc expression of RNAi constructs in
putative command neurons. GFP and other ﬂuorescent reporters can
be used to visualize putative command neurons, allowing them to be
identiﬁed for electrophysiological analysis and probed with electrodes.
In addition, reporters targeted to various subcellular structures can be
expressed in putative command neurons, allowing one to localize
presynaptic and postsynaptic compartments (Flood et al. 2013) and to
assess the direction of information ﬂow through the neuron. Genetically engineered calcium indicators such as GCaMP (Nakai et al.
2001), or indicators of cAMP such as UAS-Epac-CaMPs (Shafer
et al. 2008), can be introduced into the cell to image its function
(Flood et al. 2013). Inputs or targets of a putative command neuron
can be identiﬁed using genetic activation or inactivation of neurons
suspected to synapse with the command neuron, leading to enhancement or suppression of command neuron function. The GRASP technique (Feinberg et al. 2008; Gordon and Scott 2009), which can reveal
physical associations between two cells, also could be used in conjunction with the methods introduced here to elucidate neuronal circuitry.
In this technique, a distinct fragment of GFP is expressed on the
surface of each cell and ﬂuorescence is produced only when both
subunits are in close proximity. Other expression activation systems
such as LexA enhancer-trap strains (Lai and Lee 2006; Miyazaki and
Ito 2010) can be used to visualize neurons that are potentially in
contact with Gal4-expressing neurons of interest. Labeling of synaptic
structures (Flood et al. 2013), such as axon terminals or dendritic
endings, during activation of an identiﬁed neuron would allow for
time-lapse imaging of activity-dependent changes in synaptic structure and could be used to test potential mechanisms of synaptic
plasticity suggested from studies of neuromuscular junctions (Yoshihara
et al. 2005). Simultaneous imaging of synaptic structure and behavioral
observation, as has been accomplished with feeding command neurons
and proboscis extension behavior (Yoshihara 2012), could produce
correlations between synaptic plasticity and memory as behavioral
changes, because alteration in the strength of commanded behavior
could be assayed as a manifestation of memory formation. Taken
together, these methods can be applied in diverse ways to the Drosophila model system to gain insight into brain circuits and lead to
a better understanding of information processing.
ACKNOWLEDGMENTS
We thank S. Waddell for critical discussion, S. Waddell, T. Lee, M.
Alkema, and T. Ip for discussions, members of the NP consortium for
NP lines, S. Waddell, T. Lee, and P. Garrity for ﬂy stocks, and K. Ikeda
for technical advice. This work was supported by National Institute of

1636 |

T. F. Flood et al.

Mental Health Grant MH85958, the Worcester Foundation (to M.Y.),
fellowship of the Japan Society for the Promotion of Science/National
Science Foundation (to T.F.F.), grant-in-aid for the Promotion of
Science (to K.I.), and the National Institute of Mental Health Intramural
Research Program (to B.H.W.)
LITERATURE CITED
Allen, M. J., T. A. Godenschwege, M. A. Tanouye, and P. Phelan,
2006 Making an escape: development and function of the Drosophila
giant ﬁbre system. Semin. Cell Dev. Biol. 17: 31–41.
Bentley, D., and R. R. Hoy, 1974 The neurobiology of cricket song. Sci. Am.
231: 34–50.
Brand, A. H., and N. Perrimon, 1993 Targeted gene expression as a means
of altering cell fates and generating dominant phenotypes. Development
118: 401–415.
Card, G., and M. Dickinson, 2008 Performance trade-offs in the ﬂight
initiation of Drosophila. J. Exp. Biol. 211: 341–353.
Clyne, J. D., and G. Miesenbock, 2008 Sex-speciﬁc control and tuning of the
pattern generator for courtship song in Drosophila. Cell 133: 354–363.
Davis, W. J., 1979 Behavioural hierarchies. Trends Neurosci. 2: 5–7.
Dethier, V. G., 1976 Hungry Fly, Harvard University Press, Cambridge, MA.
Edwards, D. H., W. J. Heitler, and F. B. Krasne, 1999 Fifty years of
a command neuron: the neurobiology of escape behavior in the crayﬁsh.
Trends Neurosci. 22: 153–161.
Feinberg, E. H., M. K. Vanhoven, A. Bendesky, G. Wang, R. D. Fetter et al.,
2008 GFP Reconstitution Across Synaptic Partners (GRASP) deﬁnes
cell contacts and synapses in living nervous systems. Neuron 57: 353–363.
Flood, T. F., S. Iguchi, M. Gorczyca, B. White, K. Ito et al., 2013 A single
pair of interneurons commands the Drosophila feeding motor program.
Nature 499: 83–87.
Frost, W. N., and P. S. Katz, 1996 Single neuron control over a complex
motor program. Proc. Natl. Acad. Sci. USA 93: 422–426.
Gordon, M. D., and K. Scott, 2009 Motor control in a Drosophila taste
circuit. Neuron 61: 373–384.
Hamada, F. N., M. Rosenzweig, K. Kang, S. R. Pulver, A. Ghezzi et al.,
2008 An internal thermal sensor controlling temperature preference in
Drosophila. Nature 454: 217–220.
Ikeda, K., and C. A. Wiersma, 1964 Autogenic Rhythmicity in the Abdominal Ganglia of the Crayﬁsh: The Control of Swimmeret Movements.
Comp. Biochem. Physiol. 12: 107–115.
Jenett, A., G. M. Rubin, T. T. Ngo, D. Shepherd, C. Murphy et al., 2012 A GAL4driver line resource for Drosophila neurobiology. Cell Rep 2: 991–1001.
Kamikouchi, A., T. Shimada, and K. Ito, 2006 Comprehensive classiﬁcation
of the auditory sensory projections in the brain of the fruit ﬂy Drosophila
melanogaster. J. Comp. Neurol. 499: 317–356.
Kohatsu, S., M. Koganezawa, and D. Yamamoto, 2011 Female contact activates male-speciﬁc interneurons that trigger stereotypic courtship behavior in Drosophila. Neuron 69: 498–508.
Kravitz, E. A., and R. Huber, 2003 Aggression in invertebrates. Curr. Opin.
Neurobiol. 13: 736–743.
Kristan, W. B., 2008 Neuronal decision-making circuits. Curr. Biol. 18:
R928–R932.
Kupfermann, I., and K. R. Weiss, 2001 Motor program selection in simple
model systems. Curr. Opin. Neurobiol. 11: 673–677.
Lai, S. L., and T. Lee, 2006 Genetic mosaic with dual binary transcriptional
systems in Drosophila. Nat. Neurosci. 9: 703–709.
Lima, S. Q., and G. Miesenbock, 2005 Remote control of behavior through
genetically targeted photostimulation of neurons. Cell 121: 141–152.
Luan, H., F. Diao, N. C. Peabody, and B. H. White, 2012 Command and
compensation in a neuromodulatory decision network. J. Neurosci. 32:
880–889.
Marder, E., and R. L. Calabrese, 1996 Principles of rhythmic motor pattern
generation. Physiol. Rev. 76: 687–717.
McKemy, D. D., W. M. Neuhausser, and D. Julius, 2002 Identiﬁcation of
a cold receptor reveals a general role for TRP channels in thermosensation. Nature 416: 52–58.

Miyazaki, T., and K. Ito, 2010 Neural architecture of the primary gustatory
center of Drosophila melanogaster visualized with GAL4 and LexA
enhancer-trap systems. J. Comp. Neurol. 518: 4147–4181.
Nakai, J., M. Ohkura, and K. Imoto, 2001 A high signal-to-noise Ca(2+) probe
composed of a single green ﬂuorescent protein. Nat. Biotechnol. 19: 137–141.
Nilsen, S. P., Y. B. Chan, R. Huber, and E. A. Kravitz, 2004 Gender-selective
patterns of aggressive behavior in Drosophila melanogaster. Proc. Natl.
Acad. Sci. USA 101: 12342–12347.
O’Kane, C. J., and W. J. Gehring, 1987 Detection in situ of genomic regulatory
elements in Drosophila. Proc. Natl. Acad. Sci. USA 84: 9123–9127.
Peabody, N. C., J. B. Pohl, F. Diao, A. P. Vreede, D. J. Sandstrom et al.,
2009 Characterization of the decision network for wing expansion in
Drosophila using targeted expression of the TRPM8 channel. J. Neurosci.
29: 3343–3353.
Phillis, R. W., A. T. Bramlage, C. Wotus, A. Whittaker, L. S. Gramates et al.,
1993 Isolation of mutations affecting neural circuitry required for
grooming behavior in Drosophila melanogaster. Genetics 133: 581–592.
Pulver, S. R., S. L. Pashkovski, N. J. Hornstein, P. A. Garrity, and L. C.
Grifﬁth, 2009 Temporal dynamics of neuronal activation by Channelrhodopsin-2 and TRPA1 determine behavioral output in Drosophila
larvae. J. Neurophysiol. 101: 3075–3088.
Shafer, O. T., D. J. Kim, R. Dunbar-Yaffe, V. O. Nikolaev, M. J. Lohse et al.,
2008 Widespread receptivity to neuropeptide PDF throughout the
neuronal circadian clock network of Drosophila revealed by real-time
cyclic AMP imaging. Neuron 58: 223–237.
Shen, K., and C. W. Cowan, 2010 Guidance molecules in synapse formation
and plasticity. Cold Spring Harb. Perspect. Biol. 2: a001842.

Struhl, G., and K. Basler, 1993 Organizing activity of wingless protein in
Drosophila. Cell 72: 527–540.
Tinbergen, N., 1951 The Study of Instinct, Clarendon Press, Oxford.
Tinette, S., L. Zhang, A. Garnier, G. Engler, S. Tares et al., 2007 Exploratory
behaviour in NO-dependent cyclase mutants of Drosophila shows defects
in coincident neuronal signalling. BMC Neurosci. 8: 65.
von Philipsborn, A. C., T. Liu, J. Y. Yu, C. Masser, S. S. Bidaye et al.,
2011 Neuronal control of Drosophila courtship song. Neuron 69: 509–
522.
Wiersma, C. A., and K. Ikeda, 1964 Interneurons Commanding Swimmeret
Movements in the Crayﬁsh, Procambarus Clarki (Girard). Comp. Biochem. Physiol. 12: 509–525.
Yang, C. H., P. Belawat, E. Hafen, L. Y. Jan, and Y. N. Jan, 2008 Drosophila
egg-laying site selection as a system to study simple decision-making
processes. Science 319: 1679–1683.
Yoshihara, M., 2012 Simultaneous recording of calcium signals from
identiﬁed neurons and feeding behavior of Drosophila melanogaster.
J. Vis. Exp. 62: e3625
Yoshihara, M., and K. Ito, 2000 Improved Gal4 screening kit for large-scale
generation of enhancer-trap strains. Drosoph. Inf. Serv. 83: 199–202.
Yoshihara, M., B. Adolfsen, K. T. Galle, and J. T. Littleton, 2005 Retrograde
signaling by Syt 4 induces presynaptic release and synapse-speciﬁc
growth. Science 310: 858–863.
Zar, J., 1999 Biostatistical Analysis, Ed. 4. Prentice Hall, Upper Saddle River,
NJ.

Volume 3 October 2013 |

Communicating editor: S. Celniker

Gal 4 Screening for Motor Programs | 1637

